Data collection: CrysAlis CCD (Oxford Diffraction, 2010); cell refinement: CrysAlis RED (Oxford Diffraction, 2010); data reduction: CrysAlis RED; program(s) used to solve structure: SIR92 (Altomare et al., 1994) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SCHAKAL99 (Keller, 1999) ; software used to prepare material for publication: publCIF (Westrip, 2010) .
Supplementary data and figures for this paper are available from the IUCr electronic archives (Reference: IM2294). enhances the reactivity in S N 1 and S N 2 substitution reactions (Rerek & Basolo 1984 , Rerek et al. 1983 O'Connor & Casey, 1987; Turaki et al., 1988) and other reactions, (Caddy et al., 1978; Bönnemann, 1985; Marder et al., 1988) the as yet unknown bis(η 5 -1-tert-butylindenyl)nickel(II) complex became interesting to us as a promising starting compound.
The title compound was synthesized from lithium 1-tert-butylindenide and nickel(II) bromide dimethoxyethane complex and crystallized as dark red prisms. In the structure shown here, the nickel atom is bound to the carbon atoms of the five-membered ring of the ligand by a distorted η 5 -coordination. The metal ion is positioned on a crystallographic centre of inversion and the two indenyl ligands are therefore arranged in a staggered coordination with a rotation angle of 180°.
As known from similar complexes (Gou et al., 2007) , the lengths of the five Ni-C bonds are split in two sets. The three shorter bond distances are 2.124 (1) Å, 1.994 (2) Å and 2.049 (2) Å, the two longer bond distances are 2.460 (2) Å and 2.505 (1) Å, which is even longer than for the Co complex (Gou et al., 2007) . The distance between the nickel centre and the centroid of the five-membered ring is 1.7950 (8) Å. The folding angle of 4.28 (7)° shows a slightly smaller value than for unsubstituted indenyl complexes (Rerek et al., 1983) . The two different bond length ranges are in accordance with the usual η 2 +η 3 -coordination of the indenyl ligand resulting from the reluctant participation of the benzene ring in the ligand-metal electron donation (Rerek et al., 1983) . The bond between C1 and C10 is bending out 7.2 (1)° of the ring plane.
Experimental
To a stirred solution of 1-tert-butylindene (862 mg, 5.0 mmol) in diethyl ether (10 ml) a solution of n-BuLi (1.6 mol/l, 3.44 ml, 5.5 mmol) in hexane was added slowly at 0 °C. Stirring was continued for 19 h at room temperature, then the solvent was removed in vacuo. The resulting white precipitate was suspended in pentane, cooled overnight in a fridge, filtered and washed with pentane. The lithium 1-tert-butylindenide was suspended in THF (10 ml) and NiBr 2 × dme (1.54 g, 5.0 mmol) was added. The mixture was stirred for 24 h at room temperature. The solvent was removed in vacuo and the residue extracted with pentane. The product was obtained as dark red prisms at -30 °C (323 mg, 16%).
Refinement
All hydrogen atoms were placed in calculated positions (C-H 0.95 or 0.98 Å) and refined by using a riding model, with U iso (H)=1.2-1.5 U eq of the parent atom. 
Hall symbol: -P 1 Cu Kα radiation, λ = 1.54184 Å a = 9.8116 (5) Å Cell parameters from 5554 reflections b = 10.9631 (7) Å θ = 4.3-62.6°c = 11.1658 (7) Å µ = 1.38 mm −1 α = 68.800 (6)°T = 150 K β = 67.085 (5)°Transparent prism, red γ = 85.212 (4)°0.11 × 0.07 × 0.04 mm V = 1029.10 (11) Å 3
Data collection
Oxford Diffraction Xcalibur Sapphire3 Gemini ultra diffractometer 3283 independent reflections Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 0.0383 (9) 0.0367 (10) 0.0245 (9) −0.0108 (7) −0.0084 (7) −0.0113 (7) C8 0.0307 (9) 0.0481 (11) 0.0264 (9) −0.0070 (8) −0.0129 (7) −0.0063 (8) C9
0.0287 (8) 0.0371 (10) 0.0248 (9) 0.0035 (7) −0.0100 (7) −0.0044 (7) C10 0.0227 (7) 0.0359 (9) 0.0235 (8) 0.0047 (6) −0.0064 (6) −0.0143 (7) C11 0.0317 (8) 0.0390 (10) 0.0293 (9) 0.0106 (7) −0.0085 (7) −0.0053 (8) C12
0.0258 (8) 0.0367 (10) 0.0273 (9) 0.0042 (7) −0.0020 (7) −0.0125 (7) C13 0.0297 (9) 0.0751 (14) 0.0486 (12) 0.0102 (9) −0.0185 (8) −0.0381 (11) C14 0.0223 (7) 0.0202 (7) 0.0206 (8) 
